Collection of several databases providing access to biomedical and genomic information. merlin uses a couple of databases from this collection, namely Entrez Protein and Entrez taxonomy.
The
Entrez Protein (http://www.ncbi.nlm.nih.gov/sites/entrez?db=protein) is a collection of sequences from several sources, including GenBank CDS translations, RefSeq Proteins, SwissProt, PIR, PRF, and PDB.
Entrez Taxonomy (http://www.ncbi.nlm.nih.gov/sites/entrez?db=taxonomy) provides the species names and higher-level classification of all organisms represented in the Entrez sequence databases.
These databases are remotely accessed using the Entrez Programming Utilities API provided by NCBI. This repository comprehends a classification system, approved by the International Union of Biochemistry and Molecular Biology (IUBMB), for membrane transporter proteins names known as the TC system. This system is analogous to the EC system, except that it incorporates functional and phylogenetic information. 
